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Following publication of the original article [1], it was 
pointed out that Fig. 8B was accidentally uploaded a sec-
ond time as Fig. 3B during the submission process. The 
correct Fig. 3B has now been swapped in.

Additionally, the legend of Fig. 8A for subpanels B1–B4 
has been amended for clarity to read “…B1–4: PERV-
C(5683) positive ST-IOWA cells (ctr+) from Fig.  5 D, 
B1–4 as a representative control…”

The original article has been corrected.
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